would enable molecular analysis to be tailored, keeping in view the specific mutations in that community or area.
The following write-up gives a concise representation of the common thalassemia mutations in Indians.
Beta-thalassemia is clinically more significant in India, with higher incidence in certain communities.
Few common mutations account for >95% of severe beta-thalassemia cases. Concurrent presence of alpha thalassemia modifies the phenotype of beta-thalassemia.
Alpha-thalassemia is not a significant problem in India because the severe alpha deletion mutations are less common in this region.The carrier rate for β-thalassemia varies from 3-17%.
[1] The alpha thalassemia carrier rate in India varies from 1 to 80%.
[1] But it is clinically less signifi cant than β-thalassemia. Alpha thalassemia if present in β-homozygous thalassemia patients ameliorates the phenotype and majority present as thalassemia intermedia. [2, 3] Hb E (hemoglobin E) is abnormal hemoglobin prevalent in North-Eastern
States. [4] The five common mutations -IVS 1-5 G → C, IVS 1 -1 G → T, Codon 41/42 (-TCTT), Codon 8/9 and the 619 bp deletion account for over 90% of the mutations in β-thalassemia patients. [5, 6] The mutations reported from different regions of India are listed in Figure 1 . [7] [8] [9] [10] [11] [12] Letter to the Editor mutation -88 (C-T) in a recent study. [13] , -SA (South African deletion) [14] and Hb Constant
Spring. The commonest mutation is -α 3.7 deletion. Hb Koya Dora is found at high frequency (10%) in certain communities of Andhra Pradesh. [15] Hb Constant Spring
